^P<F Crror oCor roctod by I Mo STIC noma Or one h /{v/^ / 

I 1 Changed a lilo'lrom no/i-ASCn-io AbCH *]/ ^ VorMod tf: _ (S T| C Slal 

| ) Changod iho margins in cases whoro iho sequencc^hj^s \vrappod' down lo Iho noxl line. 

| j Edited a format error in the Current Application Oala sec^^^^ c 



jcrficaJly: 



[ J Editod iho Current Application Data section wrth Ihc actu3J current number. The number inputted by the 
applicant was D the prior application data; or O other 

J ] Added tho mandatory hoading and subheadings lor "Cunrcnt Application Data*. 

[ | Edited tho "Number ol Sequences* liold. Tho applicant spcllod oul a number instoad ol using an inlogor 

[ j Changed Iho spelling ol a mandatory licld (the headings or subheadings), specifically^ 

| j Corrected iho SEQ 10 NO when obviously incorrect. The sequence numbers that wcro edited were: 

Inserted or corrected a nucleic number at tho end of a nucleic lino. SEO 10 NO's edited: 

j~ "j Conoctcd subheading placement. All responses must bo on Iho same line as cach subheading. If tho 
applicant placod a rosponsc below Iho subheading, this was moved lo its appropriato placo. 

| J Inserted colons after headings/subheadings. Headings edited included:*. . 

j j Deleted extra, invalid, headings-used by an applicant. spccificaJIy: 



Oelctod: Q/n'on-ASCll "garbago* at iho beginning/end.ol filos; Q secretary initials/lilcnamo at end of file: 
□ page numbers throughout text; □ other invalid toxl. such as — I . ; 

| J Inserted mandatory headings, specifically: 



I | Corrected an obvious end: in tho response, specifically: 



[ 1 Edtied identifiers wherc'u^pcr case is used but lower caso is required, or vice versa. 

[ 1 Corrected an orror.in Iho Number ol Sequences licld. specifically: 



| 1 A "Hard Pago OrcaVvCpdo was inserted by Ihc applicant. All occurrences had to bo deloted. 

[ 1 Oeloted ending stop cotton in amino acid sequences and adjusted Ihc '(AJLength:* field accordingly (error 
duo to a Patcntln bug). Sequences corrected: __ . - 

I 1 Other: 



Cxamincr: ;T&c abovo corrections must bo communicated lo the applicant in tho first 
Ac'lldn/ OO NOT send a copy of this form. 
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• if . 

RAW SEQUENCE LISTING DATE : 10/16/2001 

PATENT APPLICATION: US/09/786,043 TIME: 17:52:08 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10162001\I786043.raw 

5 <110> APPLICANT: Kola, Ismail 

6 Zhou, Jiong 

8 <120> TITLE OF INVENTION : Novel Therapeutic Molecules and Uses Therefor 
10 <130> FILE REFERENCE: DAVI121 . 001APC * 

12 <140> CURRENT APPLICATION NUMBER: 09/786,043 

13 <141> CURRENT FILING DATE: 2001-2-27 

15 <150> PRIOR APPLICATION NUMBER: PCT/AU99/00691 

17 <151> PRIOR FILING DATE: 1999-08-26 

19 <150> PRIOR APPLICATION NUMBER: AU PP5512 

21 <151> PRIOR FILING DATE: 1998-08-27 

23 <160> NUMBER OF SEQ ID NOS : 15 

25 <170> SOFTWARE: Patentln Ver. 2.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 898 

29 <212> TYPE: DNA 

30 <213> ORGANISM: mammalian 

32 <220> FEATURE: - 

33 <221> NAME/KEY: CDS 

34 <222> LOCATION: (110).. (874) 

36 <4 00> SEQUENCE: 1 

37 caaggctaca ggtgtcttta tttccactgc acgctggtgc tgggagcgcc tgccttctct 60 
39 tgccttgaaa gcctcctctt tggacctagc caccgctgcc ctcacggta atg ttg gac 118 
41 Met Leu Asp 

a! o° g ,f? ^ ° aC ag ° aC ° ttC Ctg CCt aat gca tec ttc tgc gat ccc 166 

44 Ser Val Thr His Ser Thr Phe Leu Pro Asn Ala Ser Phe Cys Asp Pro 

45 5 10 15 

47 ctg atg teg tgg act gat ctg ttc age aat gaa gag tac tac cct gee 214 

48 Leu Met Ser Trp Thr Asp Leu Phe Ser Asn Glu Glu Tyr Tyr Pro Ala 

^ ^ 30 35 

H IV °? 9 gC ° t9t gaC tCa taC tgg aca tca 9 tc cac cct 262 

52 Phe Glu His Gin Thr Ala Cys Asp Ser Tyr Trp Thr Ser Val His Pro 

53 40 • 45 50 

11 J.,* l a ° t9g a f t ° gC ° at gtg tgg gag tgg ctc ca 9 ttc tgc tgc 310 

56 Glu Tyr Trp Thr Lys Arg His Val Trp Glu Trp Leu Gin Phe Cys Cys 

57 55 60 65 

*n 9aC f? g taC aag ttg gac acc aat tgc atc tcc ttc tgc aac ttc aac 358 
60 Asp Gin Tyr Lys Leu Asp Thr Asn Cys lie Ser Phe Cys Asn Phe Asn 

l\ . . 70 75 80 

63 atc agt ggc ctg cag ctg tgc age atg aca cag gag gag ttc gtc gag 

64 lie Ser Gly Leu Gin Leu Cys Ser Met Thr Gin Glu 

65 85 90 95 



- J -3- " >-y a<-a i-ay yay gag ttC gtC gag 

lie Ser Gly Leu Gin Leu Cys Ser Met Thr Gin Glu Glu Phe Val Glu 
85 90 95 

67 gca get ggc ctc tgc ggc gag tac ctg tac ttc atc ctc cag aac atc 

68 Ala Ala Gly Leu Cys Gly Glu Tyr Leu Tyr Phe He Leu Gin Asn He 

69 100 105 110 115 
J !r gC a ^ a caa g 9t tac tcc ttt ttt aat gac get gaa gaa age aag gec 

72 Arg Thr Gin Gly Tyr Ser Phe Phe Asn Asp Ala Glu Glu Ser Lys Ala 



406 



454 



502 
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RAW SEQUENCE LISTING DATE . , n/ , fi/ , nni 

PATENT APPLICATION : US/09/786,043 T IME : l/^-ol 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10162001\I786043.raw 



73 120 125 



125 ion 

7 7 6 Sr ?f° T° ^ gCt gat tCC aac ^ c «* aaa *™ agt ggc ate 550 

76 Thr lie Lys Asp Tyr Ala Asp Ser Asn Cys Leu Lys Thr Ser Gly Tit 

™ 140 145 

79 aaa aat ma nun i-^-i- ^ _ ..^ 



so £ K S 5 £ k £ « K 5 - E 2 « 2 £ 

S S 2 S E J2 55 S S 2 £ £ £ £ s K £ " 6 



88 Cvs I?S Til r Ctg ??' 399 gaa Caa att ttt egg gtg 

88 Cys Gly He Leu Glu Trp Glu Asp Arg Glu Gin Gly lie Phe Arg Vl 



92 vll TV 3 T 9 ??" aag atg tgg caa a ?9 aa 9" aaa aat 742 

93 1 G1U ^ LGU Ala ^ Met Tr P Gly Gin Arg Lys Lys Asn 

° 205 210 

95 gac aga atg aca tat gaa aag ttg age aga gee ctg aga tac tac tat 790 

96 Asp Arg Met Thr Tyr Glu Lys Leu Ser Arg Ala Leu Arg Tyr Tyr Tyr 
qq 220 225 



!! 4 3 *** T aaa aat cac W9 tgg cag gaa gac aag eta tgatctgetc 884 

104 Gly Lys Asn Ala His Gly Trp Gin Glu Asp Lys Leu 84 

5 25 ° 255 

107 caggcatcaa gctc 

109 <210> SEQ ID NO: 2 898 

110 <211> LENGTH: 255 

111 <212> TYPE: PRT 

112 <213> ORGANISM: mammalian 

114 <400> SEQUENCE : 2 

115 Met Leu Asp Ser Val Thr His Ser Thr Phe Leu Pro Asn Ala Ser Phe 

10 

118 Cys Asp Pro Leu Met Ser Trp Thr Asp Leu Phe Ser Asn Glu G^u Tyr 

25 -an 
121 Tyr Pro Ala Phe Glu His Gin Thr Ala Cys Asp Ser Tyr Trp Thr Ser 

124 Val His Pro Glu Tyr Trp Thr Lys Arg His Val Trp gTu Trp Leu Gin 

127 Phe Cys Cys Asp Gin Tyr Lys" Leu Asp Thr Asn Cys" lie Ser Phe Cys 

130 Asn Phe Asn lie Ser Gly Leu Gin Leu Cys sir Met Thr Gin Glu Gl2 

90 

133 Phe val Glu Ala Ala Gly Leu Cys Gly Glu Tyr Leu Tyr Phe lie Leu 

136 Gin Asn lie Arg Thr Gin Gly Tyr Ser Phe Phe Asn Asp Axa Glu Glu 

139 Ser Lys Ala Thr lie Lys Asp Jyr Ala Asp Ser Asn Cys" Leu Lys Thr 

135 140 
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RAW SEQUENCE LISTING DATE: 10/16/2001 

PATENT APPLICATION: US/09/786,04 3 TIME: 17:52:08 

Input Set : A:\P.TO.AMC.txt 

Output Set: N:\CEF3\10162001\I786043.raw 

HI f « GlY 116 LYS Ser Gln Asp Cys His Ser His Ser Ar 9 Thr ser Leu' 
143 145 150 155 160 

145 Gin Ser Ser His Leu Trp Glu Phe Val Arg Asp Leu Leu Leu Ser Pro 

146 165 170 175 

148 Glu Glu Asn Cys Gly He Leu Glu Trp Glu Asp Arg Glu Gin Gly He 

149 180 185 190 

151 Phe Arg Val Val Lys Ser Glu Ala Leu Ala Lys Met Trp Gly Gin Arg 

152 195 200 205 

Hi LYS !?« ASP Ar? MSt Thr Tyr Glu Lys Leu Ser Ar 3 Ala Leu Arg 

155 210 215 220 

157 Tyr Tyr Tyr Lys Thr Gly He Leu Glu Arg Val Asp Arg Arg Leu Val 

"2 225 230 235 . 240 

160 Tyr Lys Phe Gly Lys Asn Ala His Gly Trp Gin Glu Asp Lys Leu 

161 245 250 

163 <210> SEQ ID NO: 3 

164 <211> LENGTH: 637 

165 <212> TYPE: DNA 

166 <213> ORGANISM: mammalian 

168 <220> FEATURE : 

169 <221> NAME/KEY: CDS 

170 <222> LOCATION: (134).. (613) 

172 <400> SEQUENCE: 3 

173 tgtctgtagg tgtcacttat atcacaaggc tacaggtgtc tttatttcca ctgcacgctg 60 
175 gtgctgggag cgcctgcctt ctcttgcctt gaaagcctcc tctttggacc tagccaccgc 120 
177 tgccctcacg gta atg ttg gac teg gtg aca cac age acc ttc ctg cct 169 
r'o Met Leu As P Ser Val Thr His Ser Thr Phe Leu Pro 

1 5 10 

HI IT ??* c CC CtC t9C CCC Ctg atg tCg tgg act gat ct <3 «c age 217 

182 Asn Ala Ser Leu Cys Asp Pro Leu Met Ser Trp Thr Asp Leu Phe Ser 

283 15 20 25 

185 aat gaa gag tac tac cct gec ttt gag cat cag aca gat get gat tec 265 

186 Asn Glu Glu Tyr Tyr Pro Ala Phe Glu His Gin Thr Lp La Lp Ser 

187 30 35 40 

Hon ^ 9C ttg a ° a agt ggC atc aaa agc caa ^c tgt cac agt cat 313 

190 Asn Cys Leu Lys Thr Ser Gly He Lys Ser Gin Asp Cys His Ser His 

45 50 55 60 

193 agt aga aca age etc caa agt tct cat eta tgg gaa ttt gta cga gac 361 

194 Ser Arg Thr Ser Leu Gin Ser Ser His Leu Trp Glu Phe Val Arg Asp 

^98 c Ct CCt gaa aaC t?t ggC att ctg ? aa tgg gla gat 409 

198 Leu Leu Leu Ser Pro Glu Glu Asn Cys Gly He Leu Glu Trp Glu Asp 

199 80 85 90 

201 agg gaa caa gga att ttt egg gtg gtt aaa teg gaa gee ctg gca aag 457 

202 Arg Glu Gin Gly lie Phe Arg Val Val .Lys Ser Glu Ala Leu La Lys 

203 95 100 10 5 

III Tl I 99 ?? a C f a ag? aag 333 aat gac aga atg aca tat gaa aag ttg 505 
206 Met Trp Gly Gin Arg Lys Lys Asn Asp Arg Met Thr Tyr Glu Lys Leu 
201 HO 115 120 

209 age aga gec ctg aga tac tac tat aaa aca gga att ttg gag egg gtt 553 
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RAW SEQUENCE LISTING DATE • m/lfi/ormi 

PATENT APPLICATION : US/09/786,043 Till: 1^52^08 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CBF3\10162001\I786043.raw 

210 Ser Arg Ala Leu Arg Tyr Tyr Tyr Lys Thr Gly lie Leu Glu Arg Val 

130 135 140 

213 gac cga agg tta gtg tac aaa ttt gga aaa aat gca cac ggg tgg caq 601 

214 Asp Arg Arg Leu Val Tyr Lys Phe Gly Lys Asn Ala His Gly Trp Gin 

;t; 145 iso 155 

217 gaa gac aag eta tgatctgetc caggcatcaa gctc «, 

218 Glu Asp Lys Leu 637 

219 160 

221 <210> SEQ ID NO: 4 

222 <211> LENGTH: 160 

223 <212> TYPE: PRT 

224 <213> ORGANISM: mammalian 
226 <400> SEQUENCE: 4 

228 Met Leu Asp Ser Val Thr His Ser Thr Phe Leu Pro Asn Ala Ser Leu 

_ ^ 10 T5 

231 Cys Asp Pro Leu Met Ser Trp Thr Asp Leu Phe Ser Asn Glu Glu Tyr 

234 Tyr Pro Ala Phe Glu His Gin Thr Asp Ala Asp Ser Asn Cys Leu Lys 

237 Thr Ser Gly lie L ys Ser Gin Asp Cys His Ser His Ser Arg Thr Ser 

50 55 60 

240 Leu Gin Ser Ser His Leu Trp Glu Phe Val Arg Asp Leu Leu Leu Ser 

Dj 1Q ycj 

243 Pro Glu Glu Asn Cys Gly lie Leu Glu Trp Glu Asp Arg Glu Gin Gly 



246 



lie Phe Arg Val Val Lys Ser Glu Ala Leu Ala Lys Met Trp Gly Gin 

tr' 100 105 110 

249 Arg Lys Lys Asn Asp Arg Met Thr Tyr Glu Lys Leu Ser Arg Ala Leu 

252 Arg Tyr Tyr Tyr Lys Thr Gly He Leu Glu Arg Val Asp Arg Arg Leu 
255 val Tyr Lys Phe Gly Lys Asn Ala His Gly Trp Gxn Glu Asp Lys Leu 

260 <210> SEQ ID NO: 5 155 160 

261 <211> LENGTH: 2224 

262 <212> TYPE: DNA 

263 <213> ORGANISM: mammalian 
265 <400> SEQUENCE: 5 

2 2 6 6 8 ?tcSt3 !^ aggtgC f tttatttcta cagtccgctg gtgctgggag cgcgcttgcc 60 
27n l^Tl 9 + ttgaaa * cct tctgtctgga cctagccacc acttgtcttc acggtgatgt 120 
272 rtlT aa ^ CCata ^ accttcctgc ccaacgcatc cttctgtgac cccctgatgc 180 
274 allllt T fc f 9ttCagC aat ^ aa ^ct actaccctgc ctttgagcat cagacagcct 240 
276 alltl^ C ! g9aCatca gtgcaccctg aatactggac caagcgccat gtctgggaS 300 
278 tlT°T ct * c t?tgac cagtacaagc ttgatgccaa ctgcaLtcc ttctg^cact 360 
280 aollT ^ CggCCtgcag ctctgcagca tgacgcagga ggagttcatt gaggcagecg 420 
280 gcatctgtgg ggagtacctg tacttcattc tccagaacat tcgctcgcaa gg?Lc?cc? 480 
282 ttttcaatga tgctgaagag accaagactg gcatcaaaga .<:tatgctgat ?ccagttac£ 540 
284 tgaaaacaag tggcatcaag agtcaagact gtcacagccg aacaagcctc caaaSSc 600 
286 acctgtggga atttgtcaga gaettgetge tgtcccctga agagaactgt ggc^cctgg 60 
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RAW SEQUENCE LISTING DATE: 10/16/2001 

PATENT APPLICATION: US/09/786,043 TIME: 17:52:08 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10162001\I786043.raw 

288 aatgggaaga cagggagcag ggcattttcc gagtggttaa gtcagaagcc ctggcaaaga 720 
290 tgtggggaca aaggaagaag aatgacagga tgacgtacga gaagctgagc cgagccctga 780 
292 gatactacta taaaacgaga attctggagc gggttgaccg gaggttagtg tacaaatttg 840 
294 gaaagaacgc gcacgggtgg caggaagaga aactctgatg gacaccggac accaggctca 900 
296 tttgatggat ttctgttgtt ggaaacaatc agatcaaact agacatttga aagtctccct 960 
298 cctcctcctc ctccccctcc ttcccctcct cttcttcctc cccctcctcc tcttcaaaac 1020 
300 ctacaaacac actgataaaa tttctgcatg tctcagctta catttgaatt cagttgttgt 1080 
302 ctattggggc gatgccatca gcccttaagc aatcgtcttc atcccaaggg ggaggaaggg 1140 
304 atggtcttgt ggcaacttgg tgtgacactg tctccttaat gaagtgtttg gagctaaggg 1200 
306 agccagtgtt atgggtgctg tttcacaaga ggacccgttg caccattaag acacatgatc 1260 
308 ctcccgttcc aggggttctg agcggtcgac tgaggcagct tgcctgtggt tagtttttag 1320 
310 gaaagggaga tgtaagactt ccttgcttta gatttgaaat tatcacagtt atattccata 1380 
312 gaagaatttt taattaaaaa aattttagtg gctaagccac taaactggga cctaattgga 1440 
314 tgtagcctaa gttactaata agttcttaac cagatcacca tttccaacca cttagccaca 1500 
316 gtcacttgat ccacggccaa tccttctgaa cttaacatcc ttgtagttag tcaccttggg 1560 
318 aattgctacc tagattgtta cccccttcac ctcactggtg gctatcatca ggtctacagt 1620 
320 gacctgatca acagacatgt gcattaattt ctaaatcact gctgtgccta tgattcaaac 1680 
322 cgtcagcgtg ttcagtttat tgattctctc tgaggtcgga atttattgat tctctctgag 1740 
324 gctaagacat taaaccttta ccaagcagag aacgtcctaa caagccacga tagccgaaca 1800 
326 cagcatcgat ctcttctctt ttctgatgaa tactcaaact ttccaacata ttctcttcac 1860 
328 aaaagtaaag acagtgaatt tacatcaatc aacgttcatg ggttaaagtc tgcactgaca 1920 
330 tttccttgtc tgccgttgca tgccgttggc atgcaaggtg ttaatgacct gcaacatggt 1980 
332 ggagtgccct gaaccctaac ttccccagag ttgggactgt ctagtgaccg gcactgaata 2040 
334 gcaatgcagg ctgaagacct ccaggtttag aatttaacct caaaagtaac ttgtttttaa 2100 
336 aaagaaatgt gaattactgt aaaataatct atttttggat tcgtgtgttt ttcaggtgga 2160 
338 tatagtttat aaacaatgtg aataaaaaat atttaacatg tttaaaaaaa aaaaaaaaaa 2220 
340 aaaa 

343 <210> SEQ ID NO: 6 

344 <211> LENGTH: 1528 

345 <212> TYPE: DNA 

346 <213> ORGANISM: mammalian 
348 <220> FEATURE: 

CDS 

(117) . . (875) 
6 

353 atcacacggc tacaggtgcc tttatttcta cagtccgctg gtgctgggag cgcgcttgcc 60 

355 ttctcttgcc ttgaaagcct tctgtctgga cctagccacc acttgtcttc acggtg atg 119 

356 Met 

1 



2224 



349 <221> NAME/KEY 

350 <222> LOCATION 
352 <400> SEQUENCE 



357 



358 


ttg 


gac 


tec 


gta 


acc 


cat 


age 


acc 


ttc 


ctg 


ccc 


aac 


gca 


tec 


ttc 


tgt 


359 


Leu 


Asp 


Ser 


Val 


Thr 


His 


Ser 


Thr 


Phe 


Leu 


Pro 


Asn 


Ala 


Ser 


Phe 


Cys 


360 








5 










10 










15 




362 


gac 


ccc 


ctg 


atg 


cct 


tgg 


acc 


gat 


ctg 


ttc 


age 


aat 


gaa 


gac 


tac 


tac 


363 


Asp 


Pro 


Leu 


Met 


Pro 


Trp 


Thr 


Asp 


Leu 


Phe 


Ser 


Asn 


Glu 


Asp 


Tyr 


Tyr 


364 






20 










25 










30 


366 


cct 


gcc 


ttt 


gag 


cat 


cag 


aca 


gcc 


tgt 


gat 


tec 


tac 


tgg 


aca 


tea 


gtg 


367 


Pro 


Ala 


Phe 


Glu 


His 


Gin 


Thr 


Ala 


Cys 


Asp 


Ser 


Tyr 


Trp 


Thr 


Ser 


Val 


368 




35 










40 










45 








370 


cac 


cct 


gaa 


tac 


tgg 


acc 


aag 


cgc 


cat 


gtc 


tgg 


gaa 


tgg 


etc 


caa 


ttc 



167 
215 
263 
311 
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PATENT APPLICATION : US/09/786,043 Till. "f^S 

Input Set : A:\PTO.AMC.txt 
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I.: 13 M:256 W: Invalid Numeric Header Field, Wrong Current FILING DATE : YYYY-MM-DD 
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